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Género Parthenium

Parthenium es un género de plantas fanerégamas
perteneciente a la familia de las asteraceas. Tiene
40 especies. (Fuente: Wikipedia, Parthenium, CC
BY-SA 3.0)

MAPA DE OBSERVACIONES
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< NCBI RN _Browser

Entre
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Slruclure PMC Taxonomy BioCollections

'= camplete name © loc.( Q Clear

@D : levels using filter: ... 5
Parthenium | Entrez records
| Database name [Subtree links [Direct links
Taxonomy ID: 35934 for references in articles please use NCBI:txid35934) [Nucleotide [ 1zom| :
current name IPrquln | -E); l
|7Parthem'um L., 1753 lSu ucture | -_3[
NCBI BLAST name: eudicots [Popset | K 22
Rank: genus IPuhMcd Central | 928 92R
Genetic code: Translation table | (Standard) s | 234
Mitochondrial genetic code: Translation table 1 (Standard) [SRA Experiments | 261 z
Plastid genetic code: Translation table 11 (Bacterial, Archacaland |2 I
Blam_lﬂas_ti_d_) }Idcnucal Protein (Imupsll l__l} -
Linecage( full ) [BioSample | 16 8.
cellular organisms; Eukaryota; Viridiplantae; Streptophyta: [PubChem BioAssay | 3
Streptophytina; Embryophyta; Tracheophyta; Euphyllophyta; [Taxonomy | 15| 1

Spermatophyta; Magnoliopsida; Mesangiospermac;
eudicotyledons; Gunneridae; Pentapetalae; asterids;
campanulids; Asterales; Asteraceae; Asteroideae; Heliantheae
alliance; Heliantheae




how can | ask for all sequences from the rbcL gene from the genus Parhenium in
NCBI?

Mostrar versiones v o)

You can use the same strategy as for the COI gene search, but with the following
changes:

1. Entrez Nucleotide Search:

» Go to the NCBI Entrez Nucleotide search page: National Institutes of Health (.gov)

* In the search bar, enter the following query:

(rbcL[gene]) AND Parthenium[Organism]
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National Center for Biotechnology Information

Nucleotide

Species
Plants (17)
Customize ...

Molecule types
genomic DNA/RNA (17)
Customize ...

Source
databases

INSDC (GenBank) (15)
RefSeq (2)
Customize ...

Sequence Type
Nucleotide (17)

Genetic
compartments
Chloroplast (16)
Plastid (17)

| Nucleotide

v ]b(id35934[0rganism:exp] AND rbcl[gene] |

jlsearch)

Create alert Advanced

Summary~ 100 per page~ Sort by Default order

Items: 17

)
1.

N

Parthenium hysterophorus chloroplast, complete genome

151,881 bp circular DNA
Accession: NC_086650.1 GI: 2682844900
BioProject Protein Taxonomy

GenBank FASTA Graphics

Send to: +

Parthenium hysterophorus voucher Jonathan D. Amith 2024 (MEXU, US) ribulose-1,5-

bisphosphate carboxylase/oxygenase large subunit (rbcL) gene, partial cds; chloroplast

552 bp linear DNA
Accession: OP710317.1 Gl: 2416166667
BioProject Protein Taxonomy

GenBank FASTA Graphics PopSet

Help

Filters: Manage Filters

Results by taxon =

Top Organisms [Tree]
Parthenium hysterophorus (70)
Parthenium argentatum (2)
Parthenium integrifolium (2)
Parthenium sp. Gostel 613 (1)
Parthenium sp. SNP_13_0361 (1)
All other taxa (1)

More...

L ]

Analyze these sequences =
Run BLAST

Find related data e
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LOCUS
DEFINITION

ACCESSION
VERSION
DBLINK
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE
JOURNAL

COMMENT

FEATURES
source

gene

CDS

ORIGIN

OP710317 552 bp DNA linear PLN 23-FEB-2024
Parthenium hysterophorus voucher Jonathan D. Amith 2024 (MEXU, US)
ribulose-1,5-bisphosphate carboxylase/oxygenase large subunit
(rbcL) gene, partial cds; chloroplast.
OP710317
OP710317.1
BioProject: PRJNA722235
chloroplast Parthenium hysterophorus
Parthenium hysterophorus
Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliopsida; eudicotyledons; Gunneridae;
Pentapetalae; asterids; campanulids; Asterales; Asteraceae;
Asteroideae; Heliantheae alliance; Heliantheae; Parthenium.
1 (bases 1 to 552)
Amith,J.D., Kress,W.J.E., Radosavljevic,A., Redmond,N.,
Schuettpelz,E. and Steier,J.
Direct Submission
Submitted (17-0CT-2022) Botany, National Museum of Natural History,
1000 Constitution Ave, Washington, DC 20056, USA
##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
Location/Qualifiers
1..552
/organism="Parthenium hysterophorus"
/organelle="plastid:chloroplast"
/mol_type="genomic DNA"
/specimen_voucher="Jonathan D. Amith 2024 (MEXU, US)"
/db_xref="taxon:183063"
/geo_loc_name="Mexico: Puebla"
/PCR_primers="fwd_seq: atgtcaccacaaacagagactaaagc,
rev_seq: gtaaaatcaagtccaccrcg"

<1l..>552
/gene="rbcL"
<1l..>552

/gene="rbcL"

/codon_start=1

/transl_table=11

/product="ribulose-1,5-bisphosphate carboxylase/oxygenase
large subunit"

/protein_id="WAX00058.1"
/translation="SVGFKAGVKDYKLTYYTPEYETKDTDILAAFRVTPQPGVPPEEA
GAAVAAESSTGTWTTVWTDGLTSLDRYKGRCYGLEPVPGEDNQYIAYVAYPLDLFEEG
SVINMFTSIVGNVFGFKALRALRLEDLRIPTAYVKTFEGPPHGIQVERDKLNKYGRPL
LGCTIKPKLGLSAKNYGRACYECL"

1 agtgttggat tcaaagctgg tgttaaagat tataaattga cttattatac tcctgaatat
61 gaaaccaagg atactgatat cttggcagca tttcgagtaa ctcctcaacc tggagttccg
121 cctgaagaag caggggccgc agtagctgcc gaatcttcta ctggtacatg gacaactgta
181 tggaccgatg gacttacgag ccttgatcgt tacaaaggcc gatgctatgg acttgagect
241 gttcctggag aagacaatca atatattgct tatgtagctt acccattaga cctttttgaa
301 gaaggttctg ttactaacat gtttacttcc attgtaggta atgtatttgg gttcaaagcc
361 ctgcgtgctc tacgtctgga agatttgcga atcccgactg cgtatgttaa aactttcgag
421 ggcccgectc acggtatcca agttgagaga gataaattga acaagtatgg tcgtcccctg
481 ttgggatgta ctattaaacc taaattgggg ttatccgcta aaaactacgg tagagcttgt
541 tatgaatgtc tt

//
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BLAST © » blastn suite Home

Standard Nucleotide BLAST
m blastp blastx tblastn tblastx

BLASTN programs search nucleotide databases using a nucleotide query. more...

Enter Query Sequence

Enter accession number(s), gi(s), or FASTA sequence(s) @ Clear Query subrange @
OP710317.1 o | |
p To | |

Or, upload file Choose File | No file chosen o]

Job Title | |

Enter a descriptive title for your BLAST search Q
(] Align two or more sequences ©

Choose Search Set
Database @ Standard databases (nr etc.): () rRNA/ITS databases () Genomic + transcript databases (O Betacoronavirus ()

(O Core nucleotide database [ETH

| Nucleotide collection (nr/nt) v |9

Organism . .
Optional | Parthenium (taxid:35934) |[:] exclude [ Add organism |

Enter organism common name, binomial, or tax id. Only 20 top taxa will be shown 9




B

1020 bits(552)

Expect Identities Gaps Strand
0.0 552/552(100%) 0/552(0%) Plus/Plus

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

1
54603
61
54663
121
54723
181
54783
241
54843
301
54903
361
54963
421
55023
481
55083
541

55143

AGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATAT

CEELELETELEEE L LT LE LT

AGTGTTGGATTCAARAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATAT

GAAACCAAGGATACTGATATCTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCG

lI||III|IIIIII|||||||I|I|I|I|IIIIIIIIIIIIIIIIIIII||||I|||I||

AAGGATACTGATATCTTGGCAGCATTTCGAGTAACTC AACCTGGAGTTCC

CCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTACTGGTACATGGACAACTGTA

COLELELEDECECEE L LT L LT

CCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTACTGGTACATGGACAACTGTA

TGGACCGATGGACTTACGAGCCTTGATCGTTACARAGGCCGATGCTATGGACTTGAGCCT

IIIIII||IIIIIIIII||I|||I|||I|||IIIIIIII|II|IIII||I|||||||I||

GGACCGATGGACTTACGAGCCTTGATC TGCTATGGACTTGAGCC

GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAA

COLELELELEELL LT LT L LT

GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAA

GAAGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCC

l|I|l|||l|||l||I||IIII|I|IIIIIIIIIIIllIIlIIIlIIIII|||I||||||

AAGGTTCTGTTACTAACATGTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAA!

CTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTGCGTATGTTAAAACTTTCGAG

CELELELELELECE LT LT

CTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTGCGTATGTTAAAACTTTCGAG

GGCCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG

COLEUEUEDEEELE LT LT EELE LT

GGCCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG

TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAARAACTACGGTAGAGCTTGT

COLELILELELER L L L L]

TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAARAACTACGGTAGAGCTTGT

TATGAATGTCTT 552

LITLTLITLLT

TATGAATGTCTT 55154

60
54662
120
54722
180
54782
240
54842
300
54902
360
54962
420
55022
480
55082
540

55142




Margaret Oakley Dayhoff

Born Margaret Belle Oakley
March 11, 1925
Philadelphia, Pennsylvania

Died February 5, 1983 (aged 57)
Silver Spring, Maryland

Known for Substitution matrices
one-letter code

Scientific career
Fields Bioinformatics
Institutions Columbia University

Doctoral advisor Duncan A. Macinnes



>Parthenium hysterophorus
AGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATATGAAACCAAGGATACTGATAT
CTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTA
CTGGTACATGGACAACTGTATGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGCCGATGCTATGGACTTGAGCCT
GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACAT
GTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTG
CGTATGTTAAAACTTTCGAGGGCCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGTAGAGCTTGTTATGAATGTCTT
>Echinacea purpurea
AGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATATGAAACCAAGGATACTGATAT
CTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTA
CTGGTACATGGACAACTGTATGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGCCGATGCTATGGACTAGAGCCT
GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACAT
GTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTG
CGTATGTTAAAACTTTCGAGGGTCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGTAGAGCTTGTTATGAATGTCTT
>Echinacea_angustifolia
AGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATATGAAACCAAGGATACTGATAT
CTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTA
CTGGTACATGGACAACTGTATGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGCCGATGCTATGGACTAGAGCCT
GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACAT
GTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTG
CGTATGTTAAAACTTTCGAGGGTCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGTAGAGCTTGTTATGAATGTCTT
>Sanvitalia_procumbens
AGTGTTGGATTCAAAGCTGGTGTTAAAGATTATAAATTGACTTATTATACTCCTGAATATGAAACCAAGGATACTGATAT
CTTGGCAGCATTTCGAGTAACTCCTCAACCTGGAGTTCCGCCTGAAGAAGCAGGGGCCGCAGTAGCTGCCGAATCTTCTA
CTGGTACATGGACAACTGTATGGACCGATGGACTTACGAGCCTTGATCGTTACAAAGGCCGATGCTATGGACTAGAGCCT
GTTCCTGGAGAAGACAATCAATATATTGCTTATGTAGCTTACCCATTAGACCTTTTTGAAGAAGGTTCTGTTACTAACAT
GTTTACTTCCATTGTAGGTAATGTATTTGGGTTCAAAGCCCTGCGTGCTCTACGTCTGGAAGATTTGCGAATCCCGACTG
CGTATGTTAAAACTTTCGAGGGTCCGCCTCACGGTATCCAAGTTGAGAGAGATAAATTGAACAAGTATGGTCGTCCCCTG
TTGGGATGTACTATTAAACCTAAATTGGGGTTATCCGCTAAAAACTACGGTAGAGCTTGTTATGAATGTCTT
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[ NON M11: Alignment Explorer (rbcL.fasta)

@B EmE ve Pl «0XBEXSG +2 a0 Q2 32
Translated Protein Sequences |

Species/Abbrv

1. Parthenium hysterophorus

2. Echinacea purpurea

3. Echinacea angustifolia
4, Sanvitalia procumbens
5. Echinacea pallida

6. Echinacea sanguinea

7. Echinacea tenr 1sis
8. Echinacea speciosa
9. Echinacea laevigata

10. Verbesina virginica

11. Xanthium strumarium var canaden
12. Xanthium strumarium

13. Ambrosia chamissonis

14. Berlandiera texana

15. Dugesia mexicana







Human Cat Whale Bat

Copyright @ Pearson Education, Inc., publishing as Benjamin Cummings.
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Species/Abbrv

1. Parthenium hyst
2. Echinacea purpt
3. Echinacea angu!
4, Sanvitalia procu
5. Echinacea pallid
6. Echinacea sang\
7. Echinacea tenne
8. Echinacea speci
9. Echinacea laevi¢
10. Verbesina virgil
11. Xanthium strum
12. Xanthium strun
13. Ambrosia cham
14. Berlandiera tex
15. Dugesia mexic:

Echinacea speciosa
Echinacea laevigata
Echinacea tennesseensis

Echinacea sanguinea

Echinacea pallida
Sanvitalia procumbens

Echinacea angustifolia

Echinacea purpurea

- Verbesina virginica

—— Berlandiera texana

—— Ambrosia chamissonis

i Xanthium strumarium var canadense
Xanthium strumarium

Parthenium hysterophorus

Dugesia mexicana
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P09369.3 D i j

P27581.2 Drosophila arizonae
P12854.2 Drosophila navojoa
P07160.2 Drosophila mulleri
P24267.3 D ila wh

P25721.2 Drosophila mayaguana E
I

P25720.2 Drosophila buzzatii !
|

P23236.2 D) hydel - - ------ i

P22246.3 Drosophila mettleri
— B4M8YO0.1 Drosophila virilis

Q27404.1 Drosophila lacicola
P48586.2 Drosophila montana

‘ 45 m.a.

P48585.2 Drosophila flavomontana
P48584.2 Drosophila borealis

Q00671.D ila mimica
Q00672.2 D ila nigra

Q00669.2 Drosophila adiastola
P23361.3 D hil i

P51549.2 D
P21898.4 Drosophila heteroneura
P23278.2 Drosophila silvestris
P51551.2 Drosophila grimshawi
P21518.3 Drosophila affinidisjuncta
P22245.3 Drosophila differens
P23277.2 Drosophila planitibia

Q07588.2 Drosophila immigrans

Q05114.2 D ila willistoni

0.01

Q09010.2 Drosophila madeirensis
Q03384.2 Drosophila subobscura - ---- '
Q09009.2 Drosophila guanche A
P37473.2 Drosophila persimilis
P84328.2 D

P25139.1 Drosophila ambigua

P51550.1 Drosophila tsacasi
Q50L96.1 D

P28483.2 Drosophila erecta

P07159.2 Drosophila orena

P28484.2 Drosophila teissieri

P26719.2 Drosophila yakuba

P07162.2 Drosophila mauritiana g
P00334.2 Drosophila melanogaster --------- :
Q24641.5 Drosophila simulans




Red transmutation notebook B
Charles Darwin (1837-38)
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¢ Para que sirve?
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http://www.nature.com/genomics/papers/s_pombe.html

Prottsta

Archaebacteria

The concept of the progenote: Woese & Fox (1977)
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8 7 6 S 4 3 2 1 Millions of years ago
| [ | |
sl Chimpanzees

am Sahelanthropus tchadensis & —tf Bonobos

b OrrOrN tugenansis

e Ardipithecus
1
Australopithacus anamensis
&
Adaptations ~ - Australopithacus afarensis
for walking -
bipedally,
smaller canine
e ] . - Australopithacus garh!

Enlarged cheek
{ — Aust
teeth and Jaws | e—— Australopithecus Jficanus ”@

Massive cheek teeth and Jaws,
enlarged chewing muscles

Slightly larger brain (600 cc), more vertical face

without a snout, fingers capable of precision arip,

ability to make simple stone took for processing Wy
food Including meat ik
Ssmaller jaws and cheek teeth, long legs and arched feet s S

well-sutted for bong-distance walking and running, larger '

brain {Homo erectus brains range from 650 cc to 1200 cc) \ [toma neanderthalensis

| J
sophisticated stone flakes, took for hunting, wm Homo heideibergensis

brain size Increases to 1200 cc "‘

Large brain (1400 cc), small face tucked below brain case, '(*Homo sapiens ’
rounded cranial vault, small brow-ridges, capadty for art, -
symbalic thought, full-blown language
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uncultured eukaryote AB275059
uncultured marine eukaryote EF526891
Paulinella sp. JQ425618

Paulinella sp. JQ425619

Paulinella sp. JQ425620

Paulinella sp. JQ425621

Cercozoa sp. AB453002

93.6 Myr
(38 - 138)

JQ425612
JQ425615
JQ425613

JQ425614

Paulinella sp.
Paulinella sp.
Paulinella sp.
Paulinella sp.
Paulinella sp. JQ425616
Paulinella sp. JQ425617
uncultured eukaryote AB275100
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